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Art Unit: 1652 

The Amendment and Response to Office Action under 37 CFR § 1.111 filed on Oct. 8, 2004 is 
acknowledged. The amendments to the specification, abstract and claims have been entered. Claim 8 is 
canceled; claims 1-7, 9, 11, 13-14 and 16-17 are amended; claim 21 is added. Claims 1-7 and 9-21 are 
pending. After the amendment, claims 1-7, 10, 12 and 16-17 in their entirety and claims 9, 11, 13 to 15 
and 21 in part, are the subject of this Office Action. Claims 18-20 are withdrawn from further 
consideration by the examiner, 37 CFR 1 .142(b), as being drawn to a non-elected invention. 



DETAILED ACTION 

1. Election/Restriction 

In response to the restriction request of Jan. 14, 2004, wherein the restriction to one of the 
following invention was required under 35 U. S. C. 121: 

group I. claims 1, 2, 5, 6, 7 (all in part), claims 8 and 9, claims 13, 14 and 15 (all in part), claims 

18, 19 and 20, claim 10-12 (both in part) drawn to protein, peptide or peptide mimetic 
comprising at least 10 consecutive amino acid in SEQ ID NO: 2, in particular at least 10 
consecutive amino acids in SEQ ID NO: 4, and a sequence comprising SEQ ID NO: 3 
and 5, and to the method of use for inhibiting telomerase catalytic activity; classified in 
class 424 subclass 94.5; 



group II. claims 1, 2 (both in part), 3, 4, claims 5, 6, 7, 13, 14, 15 (all in part), 16, and 17, claims 1- 

12 (both in part) drawn to polypeptide that comprises at least 10 consecutive amino acid 
from the polypeptide encoded by a polynucleotide that hybridizes under stringent 
conditions to a polynucleotide consisting of a sequence complementary to SEQ ID NO: 1 
wherein the encoded peptide contains one or more deletions consisting essentially of 
residues 560-565, residues 930-934, or at least 10 consecutive amino acids from 
residues 323-450, 637-66, 748-766, 1055-1071, 1084-116 of SEQ ID NO:2, and to the 
method of use for inhibiting telomerase catalytic activity; classified in class 424 subclass 
94.5; 
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Applicants elected in their Response of Feb. 20, 2004, without traverse, the invention of 
Group II. Group II consisted of claims 1, 2, 5, 6, 7, 10, 11, 12, and 13-15 all in part, and claims 3, 4, 16 
- and 17 in their entiretvrand was drawn to proteinrorpeptideorpeptide mimetics that comprises at least — 
10 consecutive amino acid from the polypeptide encoded by a polynucleotide that hybridizes under 
stringent conditions to a polynucleotide consisting of a sequence complementary to SEQ ID NO: 1 
wherein the encoded peptide contained one or more deletions consisting essentially of residues 560-565, 
residues 930-934, or at least 10 consecutive amino acids from residues 323-450, 637-66, 748-766, 1055- 
1071, 1084-116 of SEQ ID NO:2, as well as to a method of use said proteins, polypeptides, polypeptide 
mimetics for inhibiting human telomerase reverse transcriptase. 

In result of the amendment, claims 1-7, 10, 12 and 16-17 in their entirety and claims 9, 11, 13-15 
and 21 in part are currently encompassed by Group II. 

Applicant requests the subject matter of claims 18-20 withdrawn from examination be rejoined 
into the group under examination upon determination that the group under examination is free of prior art. 
Their reason for this request is claims 18-20 depend on claim 15 i.e., on independent claim 13 and that 
dependent claims 9, 1 1 14, 15, and 21 serve the function of linking the species in the elected group and 
the withdrawn group. 

Applicant's request has been considered. Upon the allowance of the linking claim(s), the 
restriction requirement as to the linked inventions shall be withdrawn and any claim(s) depending from or 
otherwise including all the limitations of the allowable linking claim(s) will be entitled to examination in the 
instant application. Applicant(s) are advised that if any such claim(s) depending from or including all the 
limitations of the allowable linking claim(s) is/are presented in a continuation or divisional application, the 
claims of the continuation or divisional application may be subject to provisional statutory and/or 
nonstatutory double patenting rejections over the claims of the instant application. Where a restriction 
requirement is withdrawn, the provisions of 35 U.S.C. 121 are no longer applicable. In re Z/eg/er, 44 F.2d 
1211, 1215, 170 USPQ 129, 131-32 (CCPA 1971). See also MPEP § 804.01. 



2. Objections 
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2.1. Specification 

Objection to the specification made in the previous Office Action is, because the amendments 
have been entered. 

Table 1 is objected to for lack of columns describing mutants' ability to bind RNA and human 
telomeres. 

Table 1 is objected to for lack of data indicating which of the mutants is a negative dominant 
mutant, i.e., according to the definition given on page 14 of the Applicant's Remarks, of Oct. 8, 2004, 
"effectively inhibits] the native form of the molecule by at least 50% when both are present in equimolar 
quantities." 

There is an unnecessary insert &&& in line 40 of page 3. 

2.2. Claims 

Please correct the claims to recite telomerase reverse transcriptase. 

Currently amended claims are directed to chemical structures that contain about and more than 
500 amino acids. Formally, only structures containing up to 100 amino acids are called peptides. 
Applicant, therefore, claims polypeptides. 

3. Rejections 

3. 1. 35 USC, section 112, second paragraph 

The following is a quotation of the second paragraph of 35 U.S.C. 112: 

The specification shall conclude with one or more claims particularly pointing out and distinctly 
claiming the subject matter, which the applicant regards as his invention. 

Rejection of claim 1 and 16, as being indefinite for the reasons indicated in the first Office action 
on merits, dated April 20, 2004 (previous Office action) is withdrawn, because the claims have been 
amended. 
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Rejection of claims 5-7, 13-17 for the use of limitation "dominant negative mutant" is withdrawn, 
because Applicant's arguments are found persuasive and the claims have been amended. 



Claims 1-3, 5-7, 16 and 17 were previously rejected for the use of the limitation "deletions 
consisting essentially of. The amended claim 1-3, 5-7, 16 and 17 are still rejected because parts a) and 
b) of claim 1 and 2 are indefinite. It is unknown which additional amino acids are included and excluded 
from the scope of parts a) and b). The phrase "deletions consisting essentially of is for the purpose of 
searching and applying prior art construed as equivalent to "comprising"; see MPEP 2111 03 
"Transitional Phrases". 

Traversing the above rejection of claims 1-3, 5-7, 16 and 17 Applicants write in their Remarks of 
Oct. 8, 2004, 

"Applicant respectfully disagrees . The skilled reader will 
appreciate the term to mean that the user will make the deletions to the same 
regions of the TRT protein indicated in the claim, but has the option of 
making minor adjustments in the exact length of the deletion so long as if 
has the same effect of inactivating the reverse transcriptase activity of the 
protein. Applicants seek this coverage so as to adequately protect the 
invention. Now that the inventors have shown where the functionally 
sensitive regions are located within the 1132 amino acids of the TRT molecule 
the skilled reader may readily tinker with deletions in the same regions 
without undue experimentation, expecting the same results" page 14, the fifth 
paragraph. 

Applicant's arguments have been fully considered but are found not persuasive for the following 
reasons. The above rejection is made under 35 USC section 112, second paragraph, and not under 35 
USC section 112 first paragraph, for scope of enablement; thus, Applicant's arguments are not pertinent 
to the rejection. 
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The rejection of claim 11, 13-17 for the use of the phrases "means that inhibits", "means for 
inhibiting", "means for binding" and "inhibition means" that are not defined in the disclosure is withdrawn, 
— because Applicant requests the claims were examined-in the terms of-means and-function explicitly 
provided for in 35 USC §112 paragraph 6; page 16 the section " Means plus function claims ". The issue 
will be addressed below. 

3.2. 35 USC, section 112, first paragraph 

3.2.1. Lack of written description 
Rejection withdrawal 

Claims 13-15 were rejected for lack of written description of a dominant negative mutant toward 
which the claims were directed. This rejection is withdrawn, because the claims have been amended. 

Rejection caused by amendment 

Claims 1-7 and 16-17 are rejected under 35 U.S.C. 112, first paragraph, as failing to comply with 
the written description requirement. The claim(s) contains subject matter, which was not described in the 
specification in such a way as to reasonably convey to one skilled in the relevant art that the inventor(s), 
at the time the application was filed, had possession of the claimed invention. 

After the amendment of Oct. 8, 2004, the claims are directed to a protein, peptide or peptide 
mimetic, and methods of their use wherein said protein, peptide or peptide mimetic consists of at least 
500 consecutive amino acids of SEQ ID NO:2 or at least 500 consecutive amino acids of an amino acid 
sequence encoded by DNA hybridizing to SEQ ID NO:1 . wherein the both at least 500 amino acid 
sequences contain deletions as defined by the claims. The claims as originally filed and examined in 
the previous Office action were directed to a protein, peptide or peptide mimetic comprising at least 10 
consecutive amino acid in SEQ ID NO:2. or at least 10 consecutive amino acids from the polypeptide 
encoded by a polynucleotide that hybridizes to SEQ ID NO:1 . Thus, the amended claims are rejected 
because they contain the new matter. 
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Claims 13, and dependent claims 9, 11, 14. 15. 17 and 21 will be further examined, per 
Applicant's request in terms of 35 USC, section 112. six paragraph: see below. 



Claims 1,3, 10 and 2, 4-7 and 12 are rejected as being generic and lacking a sufficient written 
description for the scope of the claimed. The claims are directed to the following large and variable 
genera of polypeptides, and methods of their use: 

claim 1 a polypetide that inhibits human telomerase and comprises at least 500 

consecutive amino acids from a sequence encoded by a polynucleotide that 
hybridizes under stringent conditions to a polynucleotide consisting of a 
sequence complementary to SEQ ID NO: 1; but which contains one or more 
deletions, each of which consists essentially of. i.e. comprising: 

a) residues 560-565, 

b) residues 930-934, 

c) at least 10 consecutive amino acids from residues 323-450. 

d) at least 1 0 consecutive amino acids from residues 637-660, 

e) at least 1 0 consecutive amino acids from residues 748-766, 

f) at least 10 consecutive amino acids from residues 1055-1071, or 

g) at least 1 0 consecutive amino acids from residues 1 084-1 116, 

claim 2 a polypetide that inhibits human telomerase and comprises at least 500 

consecutive amino acids of SEQ ID NO:2, but which contains one or more 
deletions, each of which consists essentially of. i.e. comprising: 

a) residues 560-565, 

b) residues 930-934, 

c) at least 10 consecutive amino acids from residues 323-450. 

d) at least 10 consecutive amino acids from residues 637-660, 

e) at least 10 consecutive amino acids from residues 748-766, 
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f) at least 10 consecutive amino acids from residues 1055-1071, or 

g) at least 10 consecutive amino acids from residues 1084-1 116, 



claim 3 A polypeptide of claim 1, which contains one or more deletions consisting essentially of. 

i.e., comprising residues 560-565, 930-934, 323-450, 635-660, 748-766, 1055-1071, or 
1084-1116 of SEQ ID NO:2 (claim 3); (For me claim 3 has anyway a bigger 
scope than claim 1.) 



claim 5 A polypeptide that has( comprises) an amino acid sequence consisting of at least 500 

consecutive amino acids of SEQ ID NO: 2; except that it contains one or more deletions 
consisting essentially, i.e., comprising residues 560-565, 930-934, 323-450, 635-660, 
748-766, 1055-1071, or 1084-1116. of SEQ ID NO: 2, wherein said polypeptide is a 
dominant negative mutant. 



claim 6 a polypetide that has (i.e.. comprises) an amino acid sequence consisting of at least 500 

consecutive amino acids of SEQ ID NO: 2; except that it contains one or more deletions, 
each of which consists essentially of: 

a) residues 560-565, 

b) residues 930-934, 

c) at least 10 consecutive amino acids from residues 323-450. 

d) at least 10 consecutive amino acids from residues 637-660, 

e) at least 10 consecutive amino acids from residues 748-766, 

f) at least 1 0 consecutive amino acids from residues 1 055-1 071 , or 

g) at least 10 consecutive amino acids from residues 1084-1 116, 

wherein such polypeptide binds human telomerase RNA component but lacks processive 
telomerase activity . 
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claim 7 a polypetide that has (i.e.. comprises) an amino acid sequence consisting of at least 500 

consecutive amino acids of SEQ ID NO: 2; except that it contains one or more deletions, 
each of which rconsists essentially of: -—- — — - 

a) residues 560-565, 

b) residues 930-934, 

c) at least 10 consecutive amino acids from residues 323-450. 

d) at least 10 consecutive amino acids from residues 637-660, 

e) at least 10 consecutive amino acids from residues 748-766, 

f) at least 10 consecutive amino acids from residues 1055-1071, or 

g) at least 10 consecutive amino acids from residues 1084-1 116, 

wherein such polypeptide binds human telomeres but lacks processive telomerase 
activity . 

Claims 1-7 are lacking written description of structure of deletions consisting essentially of 
residues 560-565 or 930-934 and deletions consisting essentially of residues 560-565, 930-934, 323-450, 
635-660, 748-766, 1055-1071, or 1084-1116 of SEQ ID NO: 2. The disclosure provides representative 
species that are polypeptides identified by SEQ ID NO: 2. wherein amino acids residues 560-565. 930- 
934. 323-450. 637-660. 748-766. 1055-1071. or 1084-1116 of SEQ ID NO: 2 are deleted. Providing 
these species is insufficient for identifying the structure of the all species of the genus, because Applicant 
does not define the meaning of the term "consisting essentially of. It is unknown, therefore, which 
additional amino acids are included and excluded from the length scope of deletions that are to be 
present in the claimed polypeptides. On page 4, line 36 (of substitute specification) one reads "Thus in 
some embodiments the mutation is a deletion of at least one, typically at least 10 and often at least 25. at 
least about 50. or at least 100 amino acid residues relative to a naturally occurring hTRT." On the other 
hand, on page 2 in Summary , one reads "In one embodiment, the hTRT polypeptide has a deletion of at 
least 25 residues ." These description are not consistent and are not a definition of "consisting essentially 
of. For that reason the transitional phrase "consisting essentially of is understood as "comprising"; see 
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MPEP 2111.03. "Transitional Phrases". See also the above rejection under 35 USC section 112, second 
paragraph. Because of lack of structural characteristics of additional representative species as 
encompassedby the claimsrApplicantshave failed to sufficiently describe the claimedHnvention in such - 
full, clear, concise and exact terms that a skilled artisan would recognize Applicants were in possession of 
the claimed invention. Claims 10 and 12 are included in this rejection as being dependent on rejected 
base claims 1, 2 and 16, because they do not correct the language the claims from which they depend. 

Traversing this rejection in the Response of Oct 8, 2004, Applicant states, "The skilled 
reader will appreciate the term to mean that the user will make the deletions 
to the same regions of the TRT protein indicated in the claim, but has the 
option of making minor adjustments in the exact length of the deletion", page 
14, line 17. 

Applicant's argument is persuasive in respect to limitations "at least 10 consecutive amino acids 
from residues 323-450, etc.", included in step c)-g) of claims land 2. The limitation as written in the 
claims refers to deletion consisting essentially of at least 10 amino acids within a fragment of SEQ ID 
NO:2 having definite limits and length greater than 10 amino acids. Other deletions in claims 1, 2, 3 and 
their dependents are lacking written description for the reasons indicated above. 

Claim 5 is rejected for lack of written description, because the specification does not teach which 
of the representative polypeptides of the genus of the polypeptides consisting of at least 500 consecutive 
amino acids of SEQ ID NO: 2; except that it contains one or more deletions consisting essentially, i.e., 
comprising residues 560-565, 930-934, 323-450, 635-660, 748-766, 1055-1071, or 1084-1116 of SEQ ID 
NO: 2 are actually dominant negative mutants. Such mutants, according to the definition given on page 
14 of the Applicant's Remarks, of Oct. 8, 2004, "effectively inhibit the native form of the molecule [rather 
SEQ ID:2, because there are native variants human telomerase reverse transcriptase that are themselves 
inactive] by at least 50% when both are present in equimolar quantities." Table 1 does not show that 
mutants of SEQ ID NO:2 having themselves less than 1% activity fulfill the requirement of the definition. 
This is a complete lack of written description of function. Because of lack of disclosure which of the 
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mutants made by applicants have in vitro characteristic of dominant negative mutants, Applicants have 
failed to sufficiently describe the claimed invention in such full, clear, concise and exact terms that a 
skilled artisan would recognizeApplicants were ^possession of the claimed invention^— 

3.2.2. Scope of enablement 

Rejection of claims 1, 2, 3, 5, 6, 7, 10, 12 in the previous Office action is withdrawn because was 
improper. 

Rejection of claims 13, 11 and 14-17 is not withdrawn. 

Claim 13, dependent claims 14 -17, directed to the protein peptide or peptide mimetic that inhibit 
any telomerase and claims 1 1 and 21 directed to the method of their use for inhibition of any telomerase 
are rejected, because the specification why being enabling for inhibiting human telomerase reverse 
transcriptase of SEQ ID NO:2 by polypeptides disclosed by applicants (see Table 1 of the specification) 
does not reasonably provide enablement for any protein, peptide or peptide mimetic that inhibits any 
telomerase. The specification does not enable any person skilled in the art to which it pertains, or with 
which it is most nearly connected, to make and use the invention commensurate in scope with these 
claims. 

The claims are broader than the enablement provided by the disclosure with regard to the large 
number of any protein, peptide and peptide inhibitors of any telomerase (i.e. telomerase reverse 
transcriptase) that are already known or will be developed. The scope of the claims must bear a 
reasonable correlation with the scope of enablement (In re Fisher , 166 USPQ 19 24 (CCPA 1970)). 
Otherwise, undue experimentation is necessary to make the claimed invention. Factors to be considered 
in determining whether undue experimentation is required, are summarized in re Wands [858 F.2d 731 , 8 
USPQ 2nd 1400 (Fed. Cir. 1988)]. The Wands factors are: (a) the nature of the invention, (b) the breadth 
of the claim, (c) the state of the prior art, (d) the relative skill of those in the art, (e) the predictability of the 
art, (f) the presence or absence of working example, (g) the amount of direction or guidance presented, 
(h) the quantity of experimentation necessary. 
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The nature and breath of the claimed invention encompasses any inhibitor that is a protein, 
peptide or peptide mimetics wherein said inhibitor inhibits telomerase form any natural or man-made 
source. ~ — 

While methods of gene cloning, gene structure manipulating and testing inhibitory effect of 
encoded protein on a telomerase are well known in the relevant art, and skills of the artisans highly 
developed, one skilled in the art is not able to make any peptide or peptide mimetics that inhibits any 
telomerase reverse transcriptase, because the lack sufficient structural characteristics of inhibitors and 
telomerase itself makes the probability of success in obtaining the claimed invention rather low. Thus, to 
make and use the claimed invention one skilled in the art is forced to do research outside the realm of 
routine experimentation. If a large amount of screening is required, the specification must provide a 
reasonable amount of guidance with respect to the direction in which the experimentation should proceed 
so that the claimed species have the functionality intended by Applicants i.e. to inhibition of any 
telomerase. The provision of inhibitors (Table 1) taught by the specification and human telomerase of 
SEQ ID NO:2 fails to provide such guidance of the structure of any polypeptide and any telomerase which 
remain encompassed within the scope of the rejected claims. 

Examiner concludes that without the further guidance on the part of Applicants in regards to 
structure of the claimed inhibitors and origin and structure of telomerase to be inhibited, experimentation 
left to those in the art is improperly extensive and undue. 

4. 35 USC section 112, paragraph 6 

Claims 13, and dependent claims 9, 11, 14, 15, 17 and 21 use the terms means and function. 

In his Remarks of October 8, 2004 Applicant states that claiming an invention in terms of means and 

function is explicitly provided for in 35 USC § 112, sixth paragraph: 

"An element in a claim for a combination may be expressed as a 
means or step for perform in a specific function without the recital of 
structure, materal, or acts in support thereof, and such claim shall be 
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construed to cover the corresponding structure, material , or acts 
described in the specification and equivalents thereof ", page 16 line 22. 

— — Applicant continues, — — ____ — — — .. .. . — — 

"the proper test for meeting the definiteness requirements is 
that the corresponding structure of a means plus function limitation 
need only be disclosed in the specification in a way that one skilled 
in the art will understand what structure will perform the recited 
function." 
On page 17, second pargraph Applicant argues, 

"a means for inhibiting telomerase activity as referenced in the 
claims are exemplified sufficiently in the specification and in the 
dependent claims so that the skilled reader will understand what 
structure is meant. Accordingly, the claims meet the requirements of § 
112 paragraph 6 of § 112 paragraph. Withdrawal of these rejections [of 
claims 13 and dependent claims] is respectfully requested." 
This argument of Applicant's has been carefully analysed, but is found not persuasive because 
one skilled in the art can easily recognize that the scope of the claims covering any inhibitor that is 
protein, peptide or peptide mimetic and that has means for inhibiting any telomerase is lacking support in 
the disclosure. The disputed claims are directed to the following subject matter. 

Claim 13 is directed to a protein, peptide, or peptide mimetic that has means for inhibiting 
telomerase activity. The language of the claim is broad; the scope of the claim covers any inhibitor that 
is a protein, peptide of peptide mimetic and inhibits any activity of telomerase from any organism as well 
as man-made. 

Claim 9 is directed to a peptide mimetic according to claim 13 wherein one or more linkages between 
consecutive amino acids are chemical groups quoted in the claim. 

Claim14 is directed to a protein, peptide, or peptide mimetic of claim 13, which has a means for 
binding telomerase RNA component, but lacks telomerase activity. 
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Claim 15 is directed to a protein, peptide, or peptide mimetic of claim 13, which lacks means for 
binding telomerase RNA component. 

Claim 16 -is directed to an inhibitor of ^anv-activity of-any telomerase-wherein-the telomerase-inhibition 

means are as in claim 1 ; for details see rejection for lack of written description above. 

Claim 17 is directed to and inhibitor of any activity of any telomerase wherein the telomerase inhibition 
means are as in claims 2; for details see the above rejection for lack of written description. 

Although the proper test for meeting the definiteness requirements is that the corresponding 
structure of a means plus function limitation need only be disclosed in the specification in a way that one 
skilled in the art will understand what structure will perform the recited function (MPEP page 2100-224 of 
May 2, 2004 revision, left column, second paragraph), the broad scope of claim 13 and dependent claims 
does not correspond with the structures disclosed in the specification. The specification discloses 18 
polypeptides that are modifications of human telomerase reverse transcriptase sequence of SEQ ID NO:2 
(Tablel ). The inhibitors are obtained by deletion of ; 

a) residues 560-565, 

b) residues 930-934, 

c) residues 323-450. 

d) residues 637-660, 

e) residues 748-766, 

f) residues 1055-1071, or 
g residues 1084-1116; 

some additional polypeptides that can be derived from SEQ ID NO:2 by deleting 

c) at least 10 consecutive amino acids from residues 323-450. 

d) at least 1 0 consecutive amino acids from residues 637-660, 

e) at least 10 consecutive amino acids from residues 748-766, 

f) at least 10 consecutive amino acids from residues 1055-1071, or 

g) at least 10 consecutive amino acids from residues 1084-1 116. 
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These polypeptides do not exhibit reverse transcriptase processive activity, and one skilled in the art 
recognizes they can be used as inhibitors of human telomerase reverse transcriptase of SEQ ID NO:2. 

As to the whole scope of the claims "the invocation of 35 U.S.C. 112, sixth paragraph does 
not exempt an applicant from compliance with 35 U.S.C. 112, first and second paragraphs. See 
Donaldson, 16 F.3d at 1195, 29 USPQ2d at 1850", MPEP page 2100-224 of May 2, 2004 revision, right 
column, second paragraph, line 19). Applicant does not comply with written description requirements and 
definiteness requirements because: 

1. applicant does not teach reverse transcritpase of any other telomerase, but that which is of 
human human origin and set forth in SEQ ID NO:2; 

2. applicant fails to provide evidence that the disclosed proteins inhibit reverse transcritpase of any 
other telomerase, originating from other species, or being an active splice variant of human 
telomerase; 

3. the disclosure fails to teach any particular peptide, i.e., a polypeptide that is about or less than 
100 amino acids long, having the inhibitory property against any telomerase including SEQ ID 
NO:2; 

4. at least for the reason indicated in point 3 Applicants fail to disclose any peptide mimetics that 
has means for inhibiting any telomerase; 

5. applicants do not disclose a protein, peptide, or peptide mimetic of claim 13, which has a means 
for binding RNA component for any telomerase from any species or man made, but lacks 
telomerase activity; 

6 applicants do not disclose a a protein, peptide, or peptide mimetic which lacks means for 
binding RNA component form any telomerase but human of SEQ ID NO:2; 

7. applicants do not define what is the meaning of the term "deletions consisting essentially of, i.e. 
which deletions comprising 

a) residues 560-565, 

b) residues 930-934, 

c) residues 323-450. 
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d) residues 637-660, 

e) residues 748-766, 

f) residues 1055-1 071 T or - - — - 
g residues 1084-1116, 

are included and which are excluded from the scope of claims 16 and 17. 
At least for the reasons given in points 1-7 above the rejection of claims 13-15 and the method claims 1 1 
and 21 should be rejected for lack of written description and claims 15-17 for lack of written description 
and for being indefinite. 

4. Conclusion 

No claim is in condition for allowance. 
Any inquiry concerning this communication or earlier communications from the examiner should be 
directed to Malgorzata A. Walicka whose telephone number is (571) 272-0944. The examiner can 
normally be reached on Monday-Friday from 10:00 a.m. to 4:30 p.m. 

If attempts to reach the examiner by telephone are unsuccessful, the examiner's supervisor, 
Ponnathapura Achutamurthy, can be reached on (571) 272-0928. The fax phone number for the 
organization where this application or proceeding is assigned is 571-273-8300. 

Information regarding the status of an application may be obtained from the Patent Application 
Information Retrieval (PAIR) system. Status information for published applications may be obtained from 
either Private PAIR or Public PAIR. Status information for unpublished applications is available through 
Private PAIR only. For more information about the PAIR system, see http://pair-direct.uspto.gov. Should 
you have questions on access to the Private PAIR system, contact the Electronic Business Center (EBC) 
at 866-21 7-91 97 (toll-free). ^^TXT^ / 
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